Animal Genetics
Source/description: The bovine UCP1 cDNA (mitochondrial uncoupling protein 1) has been cloned and sequenced 1. From this published sequence (GenBank accession number X14064), two primer pair combinations ( UCP1&ndash;53/141 and UCP1&ndash;53/275) were designed to amplify across intron 1. The predicted product sizes from amplification of cDNA were 89 and 223 bp, respectively. Amplification of genomic DNA resulted in 832 and 966 bp products (GenBank accession number AF139921), respectively, both of which were sequenced to confirm proper amplification of UCP1 alleles, intron size (743 bp), and splice donor site location (position 27 of AF139921)._Primer Sequences: Linkage analysis and chromosomal location: Genotypes from the reference population (54 informative meioses) were generated by PCR-RFLP detection of the T/C-186 SNP in the 832 bp UCP1 product. Linkage analysis positioned the UCP1 locus (23 ·5 c m) between EAF (twopoint rec. freq. = 0 ·05, LOD 7 ·16) and BMS2780 (two point rec. freq. = 0 ·03, LOD 9 ·13) on bovine chromosome 17 (BTA17). This addition of UCP1 to the bovine genetic map reveals new regions of conserved synteny between BTA17 and MMU8. The human and swine orthologues of UCP1 are localized to HSA4q28-q31 and SSC8q21, respectively. Therefore the placement of bovine UCP1 agrees with conservation of synteny between BTA17q12-q23, HSA4q25-q31, and SSC8.
